SEQUENCE LISTING 



<110> Regenesis 

Laing, Lance 

<120> BIOSENSOR FOR SMALL MOLECULE ANALYTES 

<130> 04107/100L443-US3 

<150> US 60/313,714 
<151> 2001-08-20 

<150> US 10/222,952 
<151> 2002-08-15 

<160> 13 

<170> Patentin version 3.1 

<210> 1 
<211> 360 
<212> DNA 

<213> Escherichia coli 
<400> 1 

catatgcttc aactgacccc gctgcagctg tttaaaaatc tctcagatga aactcgcctt 60 
ggtattgttc tgctgcttcg cgaaatgggc gagctgtgtg tatgtgacct gtgtatggcc 120 
ctggaccaat ctcaaccaaa aatttcgcgt catctggcta tgctccgcga atccggcatt 180 
ctcctcgatc gtaaacaggg caaatgggtg cattatcgtc tctctccgca tattccgtct 240 
tgggccgccc agatcattga acaggcatgg ctttcacagc aagatgatgt gcaggtgatc 300 
gcccgcaaac tggcctccgt taactgttct ggctcatcaa aagcagtttg catcctcgag 360 



<210> 


2 


<211> 


117 


<212> 


PRT 


<213> 


Escherichia coli 


<300> 




<308> 


GenBank / CAA 34168 


<309> 


1994-09-07 


<313> 


(1) . . (117) 


<400> 


2 



Met Leu Gin Leu Thr Pro Leu Gin Leu Phe Lys Asn Leu Ser Asp Glu 
15 10 15 



Thr Arg Leu Gly lie Val Leu Leu Leu Arg Glu Met Gly Glu Leu Cys 
20 25 30 



Val Cys Asp Leu Cys 
35 



Met Ala Leu Asp Gin Ser Gin Pro Lys He Ser 
40 45 



Arg His Leu Ala Met 
50 



Leu Arg Glu Ser Gly He Leu Leu Asp Arg Lys 
55 60 



Gin Gly Lys Trp Val 
65 



His Tyr Arg Leu Ser Pro His He Pro Ser Trp 
70 75 80 



Ala Ala Gin He He 
85 



Glu Gin Ala Trp Leu Ser Gin Gin Asp Asp Val 
90 95 



Gin Val He Ala Arg 
100 



Lys Leu Ala Ser Val Asn Cys Ser Gly Ser Ser 
105 110 



Lys Ala Val Cys He 
115 



<210> 3 

<211> 30 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> PLASLIT biotinylated top, long oligo sequence; biotinylated nucle 
otide at position 1 



<210> 4 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PLASLIB bottom, long oligo sequence 

<400> 4 

caacacataa ccaaaaacgc atatgatt 28 

<210> 5 

<211> 42 

<212> DNA 

<213> Artificial Sequence 



<400> 3 

ttaatcatat gcgtttttgg ttatgtgttg 



30 



<220> 

<223> CHROMLIT top, long biotinylated oligo sequence; biotinylated nucl 



eotide at position 1 



<400> 5 

ctgcacttac acattcgtta agtcatatat gtttttgact ta 



42 



<210> 6 

<211> 40 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> CHROMLIB bottom, long oligo sequence 

<400> 6 

taagtcaaaa acatatatga cttaacgaat gtgtaagtgc 40 

<210> 7 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PLASSIT top, short biotinylated oligo sequence; biotinylated nucl 
eotide at position 1 



<210> 8 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PLASSIB bottom, short oligo sequence 

<400> 8 

taaccaaaaa cgcatatgat t 21 

<210> 9 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> CHROMSIT top, short biotinylated oligo sequence; biotinylated nuc 
leotide at position 1 



<400> 7 

ttaatcatat gcgtttttgg tta 



23 



<400> 9 

ttaagtcata tatgtttttg actta 



25 



<210> 



10 



<211> 25 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> CHROMSIB bottom short oligo sequence 

<400> 10 

taagtcaaaa acatatatga cttaa 



<210> 11 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 
<400> 11 

Lys Ala Val Cys He Leu Glu His His His His His His 
15 10 



<210> 12 

<211> 5 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide 

<400> 12 

Lys Ala Val Cys He 
1 5 



<210> 13 

<211> 6 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> His6 tag 

<400> 13 



His His His His His His 
1 5 



